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Study on Reduction of Nitrogen Component in Methane Fermentation Digestive Liquid

Shinya MATSUURA, Yoshihiro YADA, Akihiro MAEGAWA, Takayoshi KAWAOKA
and Yasuyuki KANZAKI

Power plants that use biogas obtained by methane fermentation discharge a large amount of

fermentation residue, i.e., the digestive liquid, containing nitrogen components. This study examined a

way of removing nitrogen components in digestive liquid using adsorbents for effective utilization of

digestive liquid and wastes. As a result, the concentration of ammonia nitrogen in the digestive liquid

was decreased by using natural zeolite and bamboo charcoal as adsorbent. In addition, the bacterial flora

in the digestive liquid was changed by the type of the adsorbent.
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